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polymorphism (SSCP) 43 
skeletal disorders 178 
Sonic hedgehog gene, Drosophila 
16 
spectral karyotyping (SKY) 475 
Spitz mutation, Drosophila 191 
splicing factor 1 482 
squamous cell carcinoma 410 


Ste20p, yeast protein 176 (M) 

stem cells, asymmetric division 
33 

sunlight and skin cancer 410 

superantigens and diabetes 434 
(M) 

SUPERMAN gene, Arabidopsis 
434 (M) 

suppressor of variegation genes, 
Drosophila 314, 349 (MR) 
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T-cell factor 1 485 
TBASE, mouse knockouts 81 
(G), 248 (G), 377 (G), 499 (G) 
telomerase 214 (MR), 262 (M) 
telomeres 21, 214 (MR), 216 (M) 
telomeric DNA, silencing 309 
three-factor mapping 94 (L) 
thyroid gland disease 468 (MR) 
Tigger transposases 141 
tiggywinkle hedgehog gene, 
Drosophila 16 
timeless gene, Drosophila 111 
TP53 
and adenovirus replication 


13 (M) 
mutations in human breast 
cancer 27 


and skin cancer 411 
transcribed sequences, 
identification 92 (MR) 
transcription 
and chromatin 387 (MR) 
regulation of muscle genes 
304 
repression by DNA 
methylation 444 
repression by E2F 3 
transcription factors 
disruption and cancer (MR) 
136 
Hox genes 145 
and neural crest development 
278 
TWIST 384 
transcriptional enhancer, Fab-7 
(M) 97 
transforming growth factor B 
(TGF-B) family 2, 12, 277, 423 
transgenesis 
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genomics 370 
YAC technology 61 
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transposable elements 
cytosine methylation 335, 
469 (L), 470 (L) 
mariner-like 197 
transposition 258 (MR) 
TREMBL 417 (G) 
trithorax group genes 
(M) 
trypanosomes 6 
TTAGGG-repeat binding factor 
(TRF1) 21 
tumor necrosis factor a (TNF-a) 
and obesity 138 (MR) 
tumor necrosis factor (TNF) 
receptor, plant 12 (M) 
tumour suppression 
adenomatous polyposis coli 
(APC) protein 256 
Bax gene (M) 176 
see also TP 53 
tumours and tumorigenesis see 
cancer 
TWIST protein 384 


167, 353 
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UDP-glucose dehydrogenase 
421 

Ultrabithorax genes, silencing 
314 

ultradian rhythms 111 

ultraviolet radiation and skin 
cancer 410 
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12 (M), 251 


unfolded protein response 
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variegation, transgene expression 
127 
VEIN protein, Drosophila 192 
vertebrates 
cat genome project 393 
hedgehog genes 16 
human genome project 381 
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organizer and body patterning 
209 
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sequences 401 
differential genome display 
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wing development, Drosophila 
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wingless gene 421, 485 
WNT 157 
and adenomatous polyposis 
coli (APC) protein 256 
and glycosaminoglycans 


421 
interaction with T-cell factor 1 
family 485 
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xenografts, retroviral infections 
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Xenopus 
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xenotropic endogenous 
retroviruses 119 
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cerevisiae 

yeast artificial chromosomes 
(YACs), transgenic mice 61, 
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